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<210> 1 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 1 

attcatcgat ataactaagt aa 22 



<210> 2 
<211> 70 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 2 

aggccgcagg ggccgcggcc gcactagtgg ggatccttaa ttaactgcag gggccactgg 6 0 
ggcccggtac 70 



<210> 3 

<211> 70 

<212> DNA 

<213> Artificial Sequence 



2 

<2.20> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 3 

cgggccccag tggcccctgc agttaattaa ggatccccac tagtgcggcc gcggcccctg 6 0 
cggccttgca 70 



<210> 4 
<211> 71 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 4 

agggccgcag gggccgcggc cgcactagtg gggatcctta attaagctgc agggccactg 60 
gggcccggta c 71 



<210> 5 

<211> 71 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 5 

cgggccccag tggccctgca gcttaattaa ggatccccac tagtgcggcc gcggcccctg 60 
cggcccttgc a 71 



<210> 6 
<211> 221 
<212> DNA 

<213> Escherichia coli 
<400> 6 

cgccggatgt actggaaacg gtgccggcgt cacccggatt gcggcggccg tcgctgggcg 6 0 

cagtggaacg ccactgcaag gccgcagggg ccgcggccgc actagtgggg atccttaatt 12 0 

aactgcaggg gccactgggg cccggtaccg agctcgaatt catcgatata actaagtaat 18 0 

atggtgcact ctcagtacaa tctgctctga tgccgcatag t 221 



<210> 7 
<211> 289 
<212> DNA 

<213> Escherichia coli 
<400> 7 

acggcggata tcgacatgtt cgccattatg ccgcatctgt ccaacttccg cgactcggcg 60 
cgcagttcgg tgaccagcgg cgattcggtg accgattacc tggcgcgcac gcggcgggct 120 
gcaagggccg caggggccgc ggccgcacta gtggggatcc ttaattaagc tgcagggcca 180 



ctggggcccg gtacctaagt aagtaagaat tcactggccg tcgttttaca acgtcgtgac 
tgggaaaacc ctggcgttac ccaacttaat cgccttgcag cacatcccc 



